Sequence Listing was accepted. 

If you need help call the Patent Electronic Business Center at (866) 
217-9197 (toll free) . 
Reviewer: Durreshwar Anjum 

Timestamp: [year=2009; month=10; day=7; hr=15; min=0; sec=22; ms=3 1 0 ; ] 



Validated By CRFValidator v 1.0.3 
Application No: 10595204 Version No: 



1.0 



Input Set: 



Output Set: 



Started: 2009-09-23 18:07:09.964 

Finished: 2 009-09-23 18:07:10.932 

Elapsed: 0 hr(s) 0 min(s) 0 sec(s) 968 ms 

Total Warnings : 7 

Total Errors: 0 
No. of SeqIDs Defined: 7 
Actual SeqID Count : 7 

Error code Error Description 

W 402 Undefined organism found in <213> in SEQ ID (1) 

W 402 Undefined organism found in <213> in SEQ ID (2) 

W 402 Undefined organism found in <213> in SEQ ID (3) 

W 402 Undefined organism found in <213> in SEQ ID (4) 

W 213 Artificial or Unknown found in <213> in SEQ ID (5) 

W 402 Undefined organism found in <213> in SEQ ID (6) 

W 402 Undefined organism found in <213> in SEQ ID (7) 



SEQUENCE LISTING 
<110> Kirschning, Carsten 

<120> TRL2 antagonistic antibody and use thereof 

<130> RSW86283US 

<140> 10595204 
<141> 2009-09-23 

<150> EP 03021461.3 
<151> 2003-09-23 

<160> 7 

<170> Patentln version 3.3 

<210> 1 

<211> 501 

<212> DNA 

<213> Mus sp. 

<400> 1 

atgtcctctc cacagtccct gaagacactg attctaacca tgggatggag ctggatcttt 60 

ctcttcctcc tgtcaggaac tgcaggtgtc cactcccagg ttcagctgca gcagtctgga 120 

cctgagctgg tgaaccctgg ggcgtcagtg aagttgtcct gcaaggcttc tggcttcacc 180 

ttcacaacct acggtataaa ctgggtgaag caggggcctg gacagggact tgagtggatt 240 

ggatggattt atcctagaga tggtagtact aacttcaatg agaatttcaa ggacaaggcc 300 

gcattgactg tagacacatc ctccagcaca gcgtacatgg aactccacag cctgacatct 360 

gaagactctg cggtctattt ctgtgcaaga ctgactggtg ggacattcct tgactattgg 420 

ggccagggca ccactctcac agtctcctca gccaaaacga cacccccatc tgtctatcca 480 

ctggcccctg gatctgctgc c 501 

<210> 2 

<211> 443 

<212> DNA 

<213> Mus sp. 

<400> 2 

atggagtcag acacactcct gctatgggtg ctgctgctct gggttccagg ctccactggt 60 

gacattgtgc tcacccaatc tccagcttct ttggctgtgt ctctagggca gagagccacc 120 

atctcctgca gagccagtga aagtgttgaa tattatggca caagtttaat gcagtggtac 18 0 

caacagaaac caggacagcc acccaaactc ctcatctttg gtgcatccaa cgtagaatct 240 



ggggtccctg tcaggttcag tggcagtggg tctgggacag acttcagcct caacatccat 300 

cctgtggagg aggatgatat tgtaatgtat ttctgtcagc aaagtaggaa acttccgtgg 360 

acgttcggtg gaggcaccaa gctggaaatc aaacgggctg atgctgcacc aactgtatcc 420 

atcttcccac catccagtga gca 443 

<210> 3 
<211> 537 
<212> DNA 
<213> Mus sp. 

<400> 3 

catggactga aggagtagaa agacaaccta tggccaatgt cctctccaca gtccctgaag 60 

acactgattc taaccatggg atggagctgg atctttctct tcctcctgtc aggaactgca 120 

ggtgtccact cccaggttca gctgcagcag tctggacctg agctggtgaa ccctggggcg 180 

tcagtgaagt tgtcctgcaa ggcttctggc ttcaccttca caacctacgg tataaactgg 240 

gtgaagcagg ggcctggaca gggacttgag tggattggat ggatttatcc tagagatggt 30 0 

agtactaact tcaatgagaa tttcaaggac aaggccgcat tgactgtaga cacatcctcc 360 

agcacagcgt acatggaact ccacagcctg acatctgaag actctgcggt ctatttctgt 420 

gcaagactga ctggtgggac attccttgac tattggggcc agggcaccac tctcacagtc 480 

tcctcagcca aaacgacacc cccatctgtc tatccactgg cccctggatc tgctgcc 537 

<210> 4 
<211> 487 
<212> DNA 
<213> Mus sp. 

<400> 4 

catggactga aggagtagaa aatcctctca tctagctctc agagatggag tcagacacac 60 

tcctgctatg ggtgctgctg ctctgggttc caggctccac tggtgacatt gtgctcaccc 120 

aatctccagc ttctttggct gtgtctctag ggcagagagc caccatctcc tgcagagcca 180 

gtgaaagtgt tgaatattat ggcacaagtt taatgcagtg gtaccaacag aaaccaggac 24 0 

agccacccaa actcctcatc tttggtgcat ccaacgtaga atctggggtc cctgtcaggt 300 

tcagtggcag tgggtctggg acagacttca gcctcaacat ccatcctgtg gaggaggatg 360 

atattgtaat gtatttctgt cagcaaagta ggaaacttcc gtggacgttc ggtggaggca 420 

ccaagctgga aatcaaacgg gctgatgctg caccaactgt atccatcttc ccaccatcca 480 



gtgagca 



<210> 5 

<211> 16 

<212> DNA 

<213> artificial 



<220> 

<223> oligonucleotide 
<400> 5 

tccatgacgt tcctga 



<210> 6 

<211> 167 

<212> PRT 

<213> Mus sp. 

<400> 6 

Met Ser Ser Pro Gin Ser Leu Lys Thr Leu lie Leu Thr Met Gly Trp 
15 10 15 



Ser Trp lie Phe Leu Phe Leu Leu Ser Gly Thr Ala Gly Val His Ser 
20 25 30 



Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Asn Pro Gly Ala 
35 40 45 



Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Phe Thr Phe Thr Thr Tyr 
50 55 60 



Gly lie Asn Trp Val Lys Gin Gly Pro Gly Gin Gly Leu Glu Trp lie 
65 70 75 80 



Gly Trp lie Tyr Pro Arg Asp Gly Ser Thr Asn Phe Asn Glu Asn Phe 
85 90 95 



Lys Asp Lys Ala Ala Leu Thr Val Asp Thr Ser Ser Ser Thr Ala Tyr 
100 105 110 



Met Glu Leu His Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 
115 120 125 



Ala Arg Leu Thr Gly Gly Thr Phe Leu Asp Tyr Trp Gly Gin Gly Thr 
130 135 140 



Thr Leu Thr Val Ser Ser Ala Lys Thr Thr Pro Pro Ser Val Tyr Pro 
145 150 155 160 



Leu Ala Pro Gly Ser Ala Ala 
165 



<210> 7 

<211> 147 

<212> PRT 

<213> Mus sp. 

<400> 7 



Met Glu Ser Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
15 10 15 



Gly Ser Thr Gly Asp lie Val Leu Thr Gin Ser Pro Ala Ser Leu Ala 

20 25 30 



Val Ser Leu Gly Gin Arg Ala Thr lie Ser Cys Arg Ala Ser Glu Ser 
35 40 45 



Val Glu Tyr Tyr Gly Thr Ser Leu Met Gin Trp Tyr Gin Gin Lys Pro 
50 55 60 



Gly Gin Pro Pro Lys Leu Leu lie Phe Gly Ala Ser Asn Val Glu Ser 
65 70 75 80 



Gly Val Pro Val Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Ser 
85 90 95 



Leu Asn lie His Pro Val Glu Glu Asp Asp lie Val Met Tyr Phe Cys 
100 105 110 



Gin Gin Ser Arg Lys Leu Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu 
115 120 125 



Glu lie Lys Arg Ala Asp Ala Ala Pro Thr Val Ser lie Phe Pro Pro 
130 135 140 



Ser Ser Glu 
145 



